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<110> APPLICANT: Watson, Dennis K. 
Papas, Takis S. (Deceased) 

Papas, Tula C. (Legal Representative) f 
<120> TITLE OF INVENTION: Methods and compositions for the diagnosis and treatment of 

based on transcription factor ETS2 
<130> FILE REFERENCE: 10545-015-999 
<140> CURRENT APPLICATION NUMBER: 09/841, 963A 
<141> CURRENT FILING DATE: 2001-04-25 
<150> PRIOR APPLICATION NUMBER: PCT/US99/27805 
<151> PRIOR FILING DATE: 1999-11-23 
<150> PRIOR APPLICATION NUMBER: (g6l/109,850 
<151> PRIOR FILING DATE: 1998-11-25 
<160> NUMBER OF SEQ ID NOS : 6 
<170> SOFTWARE: Patentln version 3.0 
<210> SEQ ID NO: 1 
<211> LENGTH; 1894 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<2 2 2> LOCATION: ( 416 )..( 1423 ) 
<400> SEQUENCE: 1 

gtctgacttc ctcccagcac attcctgcac tctgccgtgt ccacactgcc ccacagaccc 60 
agtcctccaa gcctgctgcc agctccctgc aagccectca ggttgggcct tgccacggtg 120 
ccagcaggca gccctgggct gggggtaggg' gactccctac aggcacgcag ccctgagacc 180 
gccaccagcc accccttgag ggtggccagg cccccagtgg ccaacctgag tgctgcctct 240 
gccaccagcc ctgctggccc ctggttccgc tggcccccca gatgcctggc tgagacacgc 300 
cagtggcctc agctgcccac acctcttccc ggcccctgga gttggcactg cagcagacag 3 60 
ctccctgggc accaggcagc taacagacac agccgccagc ccaaacagca gcggc atg 418 
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101 age cgc tec ate cgc cag tct tac aag aag ggc ate ate egg aag cca 1378 

102 Ser Arg Ser He Arg Gin Ser Tyr Lys Lys Gly He He Arg Lys Pro 

103 310 * . 315 320 . 

104 gac ate tec cag cgc etc gtc tac cag ttc gtg cac ccc ate tga 1423 
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gee 


atg 


889 


232 


Ala 


Gly 


Lys 


Ala 


Phe 


Gin 


Glu 


Leu 


Gly 


Gly 


Lys 


Glu 


Leu 


Cys 


Ala 


Met 




233 










165 










170 










175 






234 


tec 


gag 


gaa 


cag 


ttc 


cgt 


cag 


cgt 


gca 


ccc 


ttg 


ggt 


ggg 


gat 


gta 


ctg 


937 


235 


Ser 


Glu 


Glu 


Gin 


Phe 


Arg 


Gin 


Arg 


Ala 


Pro 


Leu 


Gly 


Gly 


Asp 


Val 


Leu 




236 








180 










185 










190 








237 


cat 


gee 


cac 


ctg 


gac 


ate 


tgg 


aag 


tea 


gcg 


gee 


tgg 


atg 


aag 


gag 


agg 


985 


238 


His 


Ala 


His 


Leu 


Asp 


He 


Trp 


Lys 


Ser 


Ala 


Ala 


Trp 


Met 


Lys 


Glu 


Arg 




239 






195 










200 










205 










240 


acc 


teg 


cct 


ggg 


acc 


ctt 


cac 


tac 


tgc 


gee 


tec 


acc 


age 


gag 


gac 


ggc 


1033 


241 


Thr 


Ser 


Pro 


Gly 


Thr 


Leu 


His 


Tyr 


Cys 


Ala 


Ser 


Thr 


Ser 


Glu 


Asp 


Gly 




242 




210 










215 










220 












243 


tgg 


acg 


gat 


ggt 


gag 


gtg 


gac 


teg 


teg 


tgc 


tec 


ggg 


cag 


ccc 


att 


cac 


1081 


244 


Trp 


Thr 


Asp 


Gly 


Glu 


Val 


Asp 


Ser 


Ser 


Cys 


Ser 


Gly 


Gin 


Pro 


He 


His 




245 


225 










230 










235 










240 . 




246 


ctg 


tgg 


cag 


ttc 


ctg 


aaa 


gaa 


ctg 


ctg 


etc 


aag 


ccc 


cac 


age 


tat 


ggc 


1129 


247 


Leu 


Trp 


Gin 


Phe 


Leu 


Lys 


Glu 


Leu 


Leu 


Leu 


Lys 


Pro 


His 


Ser 


Tyr 


Gly 




248 










245 










250 










255 






249 


cgc 


ttc 


ate 


egg 


tgg 


ggt 


gtg 


cgc 


aag 


aac 


egg 


cca 


gee 


atg 


aac 


tat 


1177 


250 


Arg 


Phe 


lie 


Arg 


Trp 


Gly 


Val 


Arg 


Lys 


Asn 


Arg 


Pro 


Ala 


Met 


Asn 


Tyr 




251 








260 










265 










270 








252 


gat 


aaa 


eta 


aga 


age 


tec 


ate 


cgc 


tgg 


etc 


aac 


aag 


gag 


aaa 


ggc 


ate 


1225 


253 


Asp 


Lys 


Leu 


Arg 


Ser 


Ser 


He 


Arg 


Trp 


Leu 


Asn 


Lys 


Glu 


Lys 


Gly 


He 




254 






275 










280 










285 










255 


ttc 


aaa 


att 


gag 


gac 


tea 


gca 


cag 


gtg 


gee 


cga 


etc 


cag 


tat 


tac 


aag 


1273 


256 


Phe 


Lys 


He 


Glu 


Asp 


Ser 


Ala 


Gin 


Val 


Ala 


Arg 


Leu 


Gin 


Tyr 


Tyr 


Lys 




257. 




290 










295 










300 












258 


aag 


ggc 


atg 


att 


cgt 


aaa 


ccc 


gee 


ate 


tct 


cag 


cgc 


ctt 


gtc 


tac 


caa 


1321 


259 


Lys 


Gly 


Met 


He 


Arg 


Lys 


Pro 


Ala 


He 


Ser 


Gin 


Arg 


Leu 


Val 


Tyr 


Gin 




260 


305 










310 










315 










320 




261 


ttt 


gtg 


cat 


cca 


gtc 


tgagagecac agagaccaga ggcctacaac ctgccccagg 


1376 


262 


Phe 


Val 


His 


Pro 


Val 


























263 










325 


























264 


cagccactct ctggttggcc tggtcctctc 


: tgctcactct 


gaattcaggg gctgctggta 


1436 


265 


tcccagaacc caaggtccca gatagacagc 


i cactgatcta 


cccatacaca tgagctctct 


1496 


266 


gggtcataca caggccccag gaagatcgag 


ggagctagtt 


cagcacacag ggactggacc 


1556 


267 


aagtcagctc aceggacagt gatgtcactg 


gtctctgctc 


ctgccacaat cctgtaccat 


1616 


268 


atctggcatg gtgetaagag atgtctgtac 


: cctgcgttgg 


gaagccaggg gtgccctggg 


1676 


269 


gatggataat aaagacgtaa gataactg 


















1704 


271 


<210> SEQ ID NO: 


: 4 


























272 


<211> LENGTH: 325 


























273 


<212> TYPE: 


PRT 




























274 


<213> ORGANISM: 


Mus 


sp. 
























276 


<400> SEQUENCE: 


4 


























277 


Met 


Gly 


Ser 


Ala 


Ser 


Pro Gly Leu 


Ser 


Asn 


Val 


Ser 


Pro Gly Cys 


Leu 




278 


1 








5 










10 - 










15 
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